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INVITED TALKS
Cold Spring Harbor Laboratory Summer Course: Frontiers and Techniques in Plant Science
Guest Lecturer, (2017) CSHL, NY.
Genome Editing for Future Foods

CRIPSR Workshop: Practical Aspects of Precision Biology, (2017) Berkeley, CA.
Genome Editing for Plant Fatty Acid Metabolism  

Plant Lipids: Structure, Metabolism & Function Gordon Research Conference, (2017) Galveston, TX.
Genome Editing for Crop Improvement

Conference for Genomics-Enabled Accelerated Crop Breeding, (2016) The Banbury Center, Cold Spring Harbor Laboratory, NY.
Highly Efficient Genome Editing for Crop Improvement

APEC HLPDAB Workshop: Fostering the Benefits of Innovation in Plant Breeding and Science Communication, (2015) Manila, Philippines.
Highly Efficient Genome Editing in Crops
Plant Genome Engineering Workshop at Plant and Animal Genome meeting XXIII, (2015) San Diego, CA.
Highly Efficient Gene Editing in Plants

Plant Genome Stability and Change, (2014) Asilomar Conference Center, Pacific Grove, CA.
Precise Engineering of Plant Genomes with Sequence-Specific Nucleases.  Plant and Animal Genome meeting XX, (2012) San Diego, CA.
Modification of Plant Genomes Using Engineered Meganucleases. FASEB Summer Research Conferences: Genome Engineering: Research & Therapeutic Applications, (2010) Steamboat Springs, CO.
Precise Engineering of Plant Genomes Using Zinc Finger Nucleases. Mini-symposium: the Future of Multigene and Targeted Gene Delivery in Crop Plants, (2009) International Rice Research Institute, Philippines.
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Ad hoc referee for: Nature Biotechnology, Genetics, Molecular Genetics and Genomics, BMC Biotechnology, Molecular Plant, Horticulture Research.
